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Figure 14
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Figure 1B
ATCTGGACCAGGCTGTGGGTAGATGTGCAATAGAAATAGCTAATTTATTTCCCCANGTGTGTGCTTTAAGCGTGGGCTG
ACCAGGCTTCTTCCTACATCTTCTTCCCAGTAAGTTTCCCCTCTGGCTTGACAGCATGAGGTGTTGTGCATTTGTTCAG

CTCCCCCAGGCTGTTCTCCAGGCTTCACAGTCTGGTGCTTGGGAGAGTCAGGCAGGGTTARACTGCAGGAGCAGTTTGC

CACCCCTGTCCAGATTATTGGCTGCTTTGCCTCTACCAGTTGGCAGACAGCCGTTTGTTCTACATGGCTTTGATAATTGr

TTTGAGGGGAGGAGATGGAAACAATGTGGAGTCTCCCiCTGATTGGTTTTGGGGAAATGTGGAGAAGAGTGCCCTGCTT
TGCAAACATCQACCTGGCAAAAATGCAACAAATGAATTTTCCACGCAGTTCTTTCCATGGGCATAGGTAAGCTGTGCCT
TCAGCTGTTGCAGATGAAATGTTCTGTTCACCCTGCATTACATGTGTTTATTCATCCAGCAGTGTTGCTCAGCTCCTAC
CTCTGTGCCAGGGCAGCATTTTCATATCCAAGATCAATTCCCTCTCTCAGCACAGCCTGGGGAGGGGGTCATTGTTCTC
CTCGTCCATCAGGGATTTCAGAGGCTCAGAGACTGCAAGCTGCTTGCCCAAGTCACACAGCTAGTGARGACCAGAGCAG
TTTCATCTGGTTGTGACTCTAAGCTCAGTGCTCTCTCCACTACCCCACACCAGCCTTGGTGéCACCAAAAGTGCTCCCC
AAAAGGAAGGAGAATGGGATTTTTCTTTTGAGGCATGCACATCTGGAATTAAGGTCAAACTAATTCTCACATCCCTCTA
AAAGTAAACTACTGT TAGGAACAGCAGTGTTCTCACAGTGTGGGGCAGCCGTCCTTCTAATGAAGACAATGATATTGAC
ACTGTCCCTCTTTGGCAGTTGCATTAGTAACTTTGAAAGGTATATGACTGAGCGTAGCATACAGGTTAACCTGCAGAAA
CAGTACTTAGGTAATTGTAGGGCGAGGATTATAAATGAAATTTGCAAAATCACTTAGCAGCAACTGAAGACAATTATCA

ACCACGTGGAGAAAATCAAACCGAGCAGGGCTGTGTGAAACATGGTTGTAATATGCGACTGCGAACACTGAACTCTACG

CCACTCCACAAATGATGTTTTCAGGTGTCATGGACTGTTGCCACCATGTATTCATCCAGAGTTCTTAAAGTTTAAAGTT

GCACATGATTGTATAAGCATGCTTTCTTTGAGT TTTAAATTATGTATARACATAAGTTGCATTTAGAAATCAAGCATAR

ATCACTTCAACTGCTAAAAAAAAAAAAAAAAAMAAAARANDRARAA
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Figure 2
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Figure 3

GTCGACCCACGCGTCCGCGGACGCGTGGGCGGCACGGTTTCGTGGGGACCCAGGCTTGCAAAGTGACGGTCATTTTCTC
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AAG TAC CAG ACC ATT GAC AAC TAC CAG CCG TAC CCG TGC GCA GAG GAC GAG GAG TGC GGC
ACT GAT GAG TAC TGC GCT AGT CCC ACC CGC GGA GGG GAC GCA GGC GTG CAA ATC TGT CTC
GCC TGC AGG AAG CGC CGA AAA CGC TGC ATG CGT CAC GCT ATG TGC TGC CCC GGG AAT TAC
TGC AAA AAT GGA ATA TGT GTG TCT TCT GAT CAA AAT CAT TTC CGA GGA GAA ATT GAG GAA

ACC ATC ACT GAA AGC TTT GGT AAT GAT CAT AGC ACC TTG GAT GGG TAT TCC AGA AGA ACC

ACC TTG TCT TCA AAA ATG TAT CAC ACC ABA GGA CAA GAA GGT TCT GTT TGT CTC CGG TCA
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ACCAGCTATCCAAATGCAGTGAACTCCTTTTATATAATAGATGCTATGAAAACCTTTTATGACCTTCATCAACTCAATC
CTAAGGATATACAAGTTCTGTGGTTTCAGTTAAGCATTCCAATAACACCTTCCAAAAACCTGGAGTGTAAGAGCTTTGT
TTCTTTATGGAACTCCCCTGTGATTGCAGTAAATTACTGTATTGTAAATTCTCAGTGTGGCACTTACCTGTAAATGCAA
TGAAACTTTTAATTATTTTTCTARAGGTGCTGCACTGCCTATTTTTCCTCTTGTTATGTARATTTTTGTACACATTGAT

TGTTATCTTGACTGACAAATATTCTATATTGAACTGAAGTAAATCATTTCAGCTTATAGTTCTTAAAAGCATAACCCTT

TACCCCATTTAATTCTAGAGTCTAGAACGCAAGGATCTCTTGGAATGACAAATGATAGGTACCTAAAATGTAACATGAA
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AATACTAGCTTATTTTCTGAAATGTACTATCTTAATGCTTAAATTATATTTCCCTTTAGGCTGTGATAGTTTTTGAAAT
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Figure 44

GTCGACCCACGCGTCCGGCGGGAGCCCGCGGCGAGCGTAGCGCAAGTCCGCTCCCTAGGCATCGCTGCGCTGGCAGCGA 79

TTCGCTGTCTCTTGTGAGTCAGGGGACAACGCTTCGGGGCAACTGTGAGTGCGCGTGTGGGGGACCTCGATTCTCTTCA 158
GATCTCGAGGATTCGGTCCGGGGACGTCTCCTGATCCCCTACTAAAGCGCCTGCTAACTTTGAAAAGGAGCACTGTGTC 237
CTGCAAAGTTTGACACATARAGGATAGGAAAAGAGAGGAGAGAARAAGCAACTGAGT TGAAGGAGAAGGAGCTGATGCGG 316
GCCTCCTGATCAATTAAGAGGAGAGTTAAACCGCCGAGATCCCCGCGGGACCAAGGAGGTGCGGGGCAAGAAGGAACGG 395
AAGCGGTGCGATCCACAGGGCTGGGTTTTCTTGCACCTTGGGTCACGCCTCCTTGGCGAGARAGCGCCTCGCATTTGAT 474
TGCTTCCAGTTATTGCAGAACTTCCTGTCCTGGTGGAGAAGCGGGTCTCGCTTGGGTTCCGCTAATTTCTGTCCTGAGG 553
CGTGAGACTGAGTTCATAGGGTCCTGGGTCCCCGAACCAGGARGGGTTGAGGGAACACAAT CTGCARGCCCCCGCGACC 632
CAAGTGAGGGGCCCCGTGTTGGGGTCCTCCCTCCCTTTGCATTCCCACCCCTCCGGGCTTTGCGTCTTCCTGGGGACCC 711
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Figure 4B

ATTTGTGGAAAATGCTATTATTAAGAGAACAAGCACACAGTGGAAATTACTGATGAGTAGCATGTGACTTT CCAAGAGT
TTAGGTTGTGCTGGAGGAGAGGTTTCCTTCAGATTGCTGATTGCTTATACARATAACCTACATGCCAGATTTCTATTCA
ACGTTAGAGTTTAACAAAATACTCCTAGAATAACTTGTTATACAATAGGTTCTAAAAATAAAATTGCTAAACAAGAAAT
GARAAACATGGAGCATTGTTAATTTACAACAGAAAATTACCTTTTGATTTGTAACACTACTTCTGCTGTTCAATCAAGAG
TCTTGGTAGATAAGAAAAAAATCAGTCAATATTTCCAAATAATTGCAAAATAATGGCCAGTTGTTTAGGAAGGCCTTTA
GGAAGACAAATAAATAACAAACAAACAGCCACAAATACTTTTTTTTCAAAATTTTAGTTTTACCTGTAATTAATAAGAA
CTGATACAAGACAAAAACAGTTCCTTCAGATTCTACGGAATGACAGTATATCTCTCTTTATCCTATGTGATTCCTGCTC
TGAATGCATTATATTTTCCAAAGTATACCCATAAATTGTGACTAGTAAAATACTTACACAGAGCAGAATTTTCACAGAT
GGCAAAAAAATTTAAAGATGTCCAATATATGTGGGAAAAGAGCTAACAGAGAGATCATTATTTCTTAAAGATTéGCCAT
AACCTGTATTTTGATAGAA&TAGATTGGTAAATACATGTATTCATACATACTCTGTGGTAATAGAGACTTGAGCTGGAT

CTGTACTGCACTGGAGTAAGCAAGAAAATTGGGAARACT TTTTCGTTTGTTCAGGTTTTGGCAACACATAGATCATATG

TCTGAGGCACAAGTTGGCTGTTCATCTTTGAAACCAGGGGATGCACAGTCTAAATGAATATCTGCATGGGATTTGCTAT

CATAATNTTTCCTATGCNGNTGAATTCNGTGTGAGGTCCTGTGTCCGTCCTATCCTCARATTATTTATTTTATAGTGCT
GAGATCCTCAAATAATCTCAATTTCGGAGGTTTCACAAAATGGACTCCTGAAGTAGACAGAGTAGTGAGGTTTCATTGC
CCTCTATAAGCTTCTGACTAGCCAATGGCATCATCCAATTTTCTTCCCARACCTCTGCAGCATCTGCTTTATTGCCARA
GGGCTAGTTTCGGTTTTCTGCCAGCCATTGCGGTTAARAAATATAAGTAGGATAACTTGTAAAACCTGCATATTGCTAA
TCTATAGACACCACAGTTTCTAAATTCTTTGAAACCACTTTACTACTTTTTTTAAACTTAACTCAGTTCTAAATACTTT
GTCTGGAGCACAAAACAATAAAAGGTTATCTTATAGTTGTGACTTTAAACTTTTGTAGACCACAATTCACTTTTTAGTT
TTCTTTTACTTAAATCCCATCTGCAGTCTCAAATTTAAGTTCTCCCAGTAGAGATTGAGTTTGAGCCTGTATATCTATT
AAAAATTTCAACTTCCCACATATATTTACTAAGATGATTAAGACTTACATTTTCTGCACAGGTCTGCAAAAACAAARAT
TATAAACTAGTCCATCCAAGAACCAAAGTTTGTATAAACAGGTTGCTATAAGCTTGGTGAAATGAAAATGGAACATTTC
AATCAAACATTTCCTATATAACAATTATTATATTTACAATTTGGTTTCTGCAATATTTTTCTTATGTCCACCCTTTTAA
AAATTATTATTTGARGTAATTTATT TACAGGAAATGTTAATGAGATGTATTTTCTTATAGAGATATTTCTTACAGAAAG
CTTTGTAGCAGAATATATTTGCAGCTATTGACTTTGTAATTTAGGAAAAATGTATAATAAGATAAAATCTATTAAATTT

TTCTCCTCTAAAAACTGAAAAAAAAAAAANAAAAAAARANAAGGGCGGCCGC 3687
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Figure 54

FGTCGACCCACGCGTCCGCTGTGGCAGCCCAGCTACCGGTCGTGACCAGATCCAGCTTGCAGCTCAGCTTTGTTCATTC
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GAATTGGGCGGCGGCCAGCGCGGAACAAAC: ATG CAG CGG CTC GGG GGT ATT TTG CTG TGT ACA CTG
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AAC TAT CAC AAT GAG ACC AGC ACG GAG ACC AGG GTG GGA AAT AAC ACA GTC CAT GTG CAC
CAG GAA GTT CAC AAG ATA ACC AAC AAC CAG AGT GGA CAG GTG GTC TTT TCT GAG ACA GTC
ATT ACA TCT GTA GGG GAT GAA GAA GGC AAG AGG AGC CAT GAA TGT ATC ATT GAT GAA GAC
TGT GGG CCC -ACC AGG TAC TGC CAG TTC TCC AGC TTC AAG TAC ACC TGC CAG CCA TGC CGG
GAC CAG CAG ATG CTA TGC ACC CGA GAC AGT GAG TGC TGT GGA GAC CAG CTG TGT GCC TGG
GGT CAC TGC ACC CAA AAG GCC ACC AAA GGT GGC AAT GGG ACC ATC TGT GAé AAC CAG AGG
GAT TGC CAG CCT GGC CTG TGT TGT GCC TTC CAA AGA GGC CTG CTG TTC CCC GTG TGq ACA
CCC CTG CCC GTG GAG GGA GAG CTC TGC CAT GAC CCC ACC AGC CAG CTG CTG GAT CTC ATC
ACC TGG GAA CTG GAG CCT GAA GGA GCT TTG GAC CGA TGC CCC TGQ GCC AGT GGC CTC CTA
TGC CAG CCA CAC AGC CAC AGT CTG GTG TAC ATG TGC AAG CCA GCC TTC GTG GGC AGC CAT

GAC CAC AGT GAG GAG AGC CAG CTG CCC AGG GAG GCC CCG GAT GAG TAC GAA GAT GTT GGC

TTC ATA GGG GAA GTG CGC CAG GAG CTG GAA GAC CTG GAG CGG AGC CTA GCC CAG GAG ATG
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Figure 5B

A F E G P A P \% E S L G G E E E I *
GCA TTT GAG GGG CCT GCC CCT GTG GAG TCA CTA GGC GGA GAG GAG GAG ATT TAG

GCCCAGACCCAGCTGAGTCACTGGTAGATGTGCAATAGAAATGGCTAATTTATTTTCCCAGGAGTGTCCCCAAGTGTGG
AATGGCCGCAGCTCCTTCCCAGTAGCTTTTCCTCTGGCTTGAbAAGGTACAGTGCAGTACATTTCTTCCAGCCGCCCTG
CTTCTCTGACTTGGGAAAGACAGGCATGGCGGGTAAGGGCAGCGGTGAGTCGTCCCTCGCTGTTGCTAGAAACGCTGTC
TTGTTCTTCATGGATGGAAGATTTGTTTGAAGGéAGAGGATGGGAAGGGGTGAAGTCTGCTCATGATGGATTTGGGGGA
TACAGGGAGGAGGATGCCTGCCTTGCAGACGTGGACTTéGCAAAATGTAACCTTTGCTTTTGTCTTGCGCCGCTCCCAT
GGGCTGAGGCAGTGGCTACACAAGAGCTATGCTGCTCTGTGGCCTCCCACATATTCATCCCTGTGTTTCAGCTCCTACC
TCACTGTCAGCACAGCCCTTCATAGCCACGCCCCCTCTTGCTCACCACAGCCTAGGAGGGGACCAGAGGGGACTTCTCT
CAGAGCCCCATGCTCTCTCTCTCAACCCCATACCAGCCTCTGTGCCAGCGACAGTCCTTCCAAATGGAGGGAGTGAAAT
CCTTTGGTTTAATTATTTTCTCCTTCAAGGCACGCCTGCCACTAAGGTCAGGCTGACTTGCATGTCCCTCTAACGTTCG
TAGCAGTGTGGTGGACACTGTCTTCCACCGACTGCTTCAATACCTCTGARAGCCAGTGCTCGGAGTGCAGTTCGTGTAA
ATTAATTTGCAGGAAGTATACTTGGCTAATTGTAGGGCTAGGATTGTGAATGAAATTTGCAARGTCGCTTAGCAACAAT
GGAAAGCCTTTCTCAGTCACACCGAGAAGTCACAACCAAGCCAGGTTGTGTAGAGTACAGCTGTGACATACAGACAGAA
GAAGGCTGGGCTGGATGTCAGGCCTCAGATCGACGGTTTCAGGTGCCAGGAACTATTACCATTCTGTATCTATCCAGAGT

TATTAAAATTGAAAGTTGCACACATTTGTATAAGCATGCCT TTCTCCTGAGTTTTAAATTATATGTATACACAAACATG

TGGCCCTCAAAGATCATGCACAAACCACTACTCTTTGCTAATTCTTGGACTTTTCTCTTTGATTTTCAATAAATACAAA

TCCCCTTCATGCAAARAAAAARAAAAAAAGGGCGGCCGC
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